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Personal information
Full name Torben Tvedebrink
Position Associate Professor, PhD

Date of birth 22nd of September 1981
Citizenship Danish
Marital status Married to Tenna D. O. Tvedebrink (Sep 2009)
Children Marius D. Tvedebrink (Mar 2011)

Sofie D. Tvedebrink (Sep 2015)

Home address Henrikvej 13
DK-9000 Aalborg, Denmark

Email tvede@math.aau.dk
Homepage http://people.math.aau.dk/∼tvede

Research interest
My primary field of interest is statistical modelling of challenges arising in forensic genetics. Foren-
sic genetics is about drawing conclusions from biological evidence related to various types of crimes
and legal disputes. Modern forensic genetics rely on various biotechnological techniques (PCR, elec-
trophoresis, sequencing etc.), which are susceptible and sensible to the conditions of the biological
material under analysis, e.g. found at a scene of crime. Furthermore, population genetics and risk
analysis play an important role in the evaluation of the weight of evidence, which is crucial in the
communication with the judicatory system.

Educational information

• Adjunktpædagogikum, Aalborg University (2014).
• PhD in Statistics, Aalborg University (2010).
• MSc (cand.scient) in Mathematics and Statistics, Aalborg University (2007).
• MSc (with distinction) in Applied Statistics, University of Oxford (2006).
• BSc in Mathematics, Aalborg University (2005).

Academic positions held

• Deputy Head of Department, Department of Mathematical Sciences, Aalborg University (2017
– present)
• Associate Professor, Department of Mathematical Sciences, Aalborg University (2016 – present).
• Assistant Professor, Department of Mathematical Sciences, Aalborg University (2013 – 2016).
• Postdoc at Department of Mathematical Sciences, Aalborg University, and Section of Forensic

Genetics, Department of Forensic Medicin, Faculty of Health and Medical Sciences, University
of Copenhagen, Denmark (2010 – 2012).
• Teacher at the Copenhagen Forensic Genetic Summer School (2009, 2011).
• PhD student at Department of Mathematical Sciences, Aalborg University (2007 – 2010).
• Biostatistician and consultant at Aalborg Hospital (2006 – 2007).

Teaching experience
I have taught several introductory probability and statistics courses in various engineering programmes
at Aalborg University. I have developed and executed the graduate course in data mining taught at the
Department of Mathematical Sciences, AAU.

I have developed and taught PhD courses in Design and Analysis of Experiments, Data Science using
R, and Computing with Data using R.

Last updated: March 28, 2019

mailto:tvede@math.aau.dk
http://people.math.aau.dk/~tvede


I have supervised project groups in the mathematical programmes ranging from first year students to
Master students in statistics.

I have supervised two PhD students within statistical aspects of forensic genetics together with a
senior colleague. I am part of the PhD Consult initiative at Aalborg University where I provide
statistical consulting to the university’s PhD Students.

Organisational experience
I was the organiser and chair of the local organising committee of useR! 2015 in Aalborg, 1 – 3 July,
2015. I was responsible for negotiating with venue, caters, speakers and tutorial organisers. We had
more than 660 international participants from more than 40 countries for the conference, which most
participants voted their best conference experience.

I have had a key role in the curriculum commission revising the study programmes in mathematics
and math-econ at Aalborg University.

I am deputy head of department with responsibility for external collaborations and research. My
role is to promote collaborations between our staff and other departments at Aalborg University and
external companies and organisations.

Visiting positions

• Isaac Newton Institute, Cambridge (2016: Autumn semester)
• Department of Statistics, Univ. of Auckland, New Zealand (2010: Jan and Nov; 2013: Sep).
• Department of Biostatistics, Univ. of Washington, Seattle, USA (2008: Autumn).

Scientific awards
The Spar Nord Foundation’s Research Prize, 2011 (250,000 DKK).
Won “Best Poster”-award at the International Conference of Forensic Inference and Statistics, 2008.

Grants and external funding
Externally funded postdoc and assistant professorship positions (2010 – 2016) with 2/3 of expenses
paid by the Section of Foresic Genetics, Department of Forensic Medicine, Faculty of Health and
Medical Sciences, University of Copenhagen.

Externally funded PhD position (2007 – 2010) with 1/2 of expenses paid by the Section of Foresic
Genetics, Department of Forensic Medicine, Faculty of Health and Medical Sciences, University of
Copenhagen.

Ellen og Aage Andersen’s Fonden (2018: 30,000 DKK), Ellen og Aage Andersen’s Fonden (2010:
15,000 DKK), Oticon Fondet (2009: 2,500 DKK), Forskerskolen AAU (2008: 14,000 DKK), Oticon
Fondet (2008: 10,000 DKK), Christian og Otillia Brorsons Rejselegat (2008: 15,000 DKK), Knud
Højgaards Fond (2008: 15,000 DKK).

Aon price (2006: 1,000£) and Jesus College (2006: 1,200£), Methe Lundiges Uddannelsesfond
(2006: 27,000 DKK), F-Studienævnet AAU (2005: 4,000 DKK), Aalborg Bankens legat (2005:
5,000 DKK) Internationaliseringspujle AAU (2005: 10,000 DKK), Den Midtjyske Bladfond (2005:
10,000 DKK), Oticon Fondet (2005: 12,000 DKK) and Nordea Fonden (2005: 20,000 DKK).

Number of scientific peer-reviewed publications
Total number of peer-reviewed publications 2008 - 2018: 40. Scopus h -index: 10, WoS h -index: 9,
Google h -index: 12.

Seminars and conference contributions
Symposium i Anvendt Statistik, Copenhagen, Denmark (28 - 31 Jan 2019)
Talk: An exact likelihood ratio test for Ancestry-informative markers – accounting for admixture
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Advanced Statistical and Stochastic Methods in Forensic Genetics, Cologne (28 - 31 August 2018)
Talk: Likelihood ratio tests for ancestry informative markers

Haploid Markers 2018, Bydgoszcz, Poland (17 - 19 May 2018)
Talk: An exact likelihood ratio test for Ancestry Informative Markers

Departmental talk at Roskilde University Centre (RUC), Roskilde (9 May 2018)
Talk: An exact likelihood ratio test for Ancestry-informative markers

27th International Society of Forensic Genetics Congress 2017, Seuol (28 August - 2 Sep 2017)
Talk: GenoGeographer -A tool for Genogeographic inference

Presentation at Isaac Newton Institute, Cambridge, 7 – 11 Nov, 2016.

Seminar at Department of Mathematics, Aarhus University, Autumn 2015.

Organiser and chair of the local organising committee of useR! in Aalborg, July 1 – 3, 2015.

9th International Conference on Forensic Inference and Statistics 2014, Leiden (19 - 22 Aug 2014)
Talk: The Effect of R-Allele and Wild Card Designations in Forensic DNA Database Searches
Poster: Exact calculation of the distribution of the number of alleles in DNA mixtures.

25th International Society of Forensic Genetics Congress 2013, Melbourne (2 - 7 Sep 2013)
Talk: Estimating drop-out probabilities of STR alleles – While accounting for truncation, degradation
and stutters
Poster: Estimating drop-out probabilities of STR alleles accounting for truncation and degradation.
Poster: Exact calculation of the distribution of the number of alleles in DNA mixtures.

Seminar during the two-day meeting of the Danish Society of Theoretical Statistics, DTU, 5 - 6
November 2013.

29th European Meeting of Statisticians 2013, Budapest (20 - 25 July 2013)
Organiser and chair of an invited paper session on “Forensic Statistics”.
Poster: The use of wildcards in forensic DNA database searches.

Seminar at Aarhus University, Foulum, 22 March 2013.

The annual seminar for criminal law professors and teachers, Aalborg (23 - 25 Aug 2012)
Talk on forensic genetics and DNA as evidence in court.

24th International Society of Forensic Genetics Congress 2011, Vienna (29 Aug - 3 Sep 2011)
Talk: Statistical model for degraded DNA samples and adjusted probabilities for allelic drop-out.
Poster: mixsep - An R-package for DNA mixture separation.

23nd International Society of Forensic Genetics Congress 2009, Buenos Aires (15 - 18 Aug 2009)
Talk: Overdispersion in allelic counts and θ-correction in forensic genetics.

7th International Conference on Forensic Inference and Statistics 2008, Lausanne (20 - 23 Aug 2008)
Talk: Finding the best matching pair of profiles in 2-person DNA mixtures and evaluation of the LR.
Poster: Stochastic filtering of quantitative data from STR DNA analysis.

22nd International Society of Forensic Genetics Congress 2007, Copenhagen (22 - 25 Aug 2007)
Talk: Amplification of DNA mixtures - missing data approach.

Professional memberships:
Danish Society for Theoretical Statistics: chairman (2019 – 2020), board member (2018 - 2020)
International Society for Forensic Genetics.
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lelic dropout probabilities estimated by logistic regression in casework”. In: Forensic Science
International: Genetics 9, pp. 9–11.
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Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2012a). “Identifying contributors of
DNA mixtures by means of quantitative information of STR typing”. In: J Comput Biol 19.7,
pp. 887–902.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2012b). “Statistical model for degraded
DNA samples and adjusted probabilities for allelic drop-out”. In: Forensic Sci Int Genet 6.1,
pp. 97–101.

Tvedebrink, T, PS Eriksen, M Asplund, HS Mogensen, and N Morling (2012). “Allelic drop-out
probabilities estimated by logistic regression - further considerations and practical implementa-
tion”. In: Forensic Sci Int Genet 6.2, pp. 263–267.

Tvedebrink, T, HS Mogensen MC Stene, and N Morling (2012). “Performance of two 17 locus
forensic identification STR kits – Applied Biosystems’s AmpF`STR®NGMSElect™ and Promega’s
PowerPlex® ESI17 kits”. In: Forensic Sci Int Genet 6.5, pp. 523–531.

Phillips, C, L Fernandez-Formoso, M Garcia-Magariños, L Porras, T Tvedebrink, et al. (2011).
“Analysis of global variability in 15 established and 5 new European Standard Set (ESS) STRs
using the CEPH human genome diversity panel”. In: Forensic Sci Int Genet 5.3, pp. 155–169.

Tvedebrink, T (2011). “mixsep: An R-package for DNA mixture separation”. In: Forensic Sci Int
Genet Supplement Series 3.1, e486–e488.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2011). “Statistical model for degraded
DNA samples and adjusted probabilities for allelic drop-out”. In: Forensic Sci Int Genet Supple-
ment Series 3.1, e489–e491.

Tvedebrink, T (2010). “Overdispersion in allelic counts and θ-correction in forensic genetics”. In:
Theor Popul Biol 78.3, pp. 200–210.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2010). “Evaluating the weight of ev-
idence using quantitative STR data in DNA mixtures”. In: J R Stat Soc Ser C Appl Stat 59.5,
pp. 855–874.

Wogelius, P, D Haubek, A Nechifor, M Nørgaard, T Tvedebrink, and S Poulsen (2010). “Association
between use of asthma drugs and prevalence of demarcated opacities in permanent first molars in
6-to-8-year-old Danish children”. In: Community Dent Oral Epidemiol 38.2, pp. 145–151.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2009). “Estimating the probability of
allelic drop-out of STR alleles in forensic genetics”. In: Forensic Sci Int Genet 3.4, pp. 222–226.

Tvedebrink, T (2009). “Overdispersion in allelic counts and θ-correction in forensic genetics”. In:
Forensic Sci Int Genet Supplement Series 2, pp. 455–457.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2009 - Terminated). “Computer-Assisted
Method of Analyzing a DNA Mixture”. US Patent Application.

Tvedebrink, T, PS Eriksen, HS Mogensen, and N Morling (2008). “Amplification of DNA mixtures
- Missing data approach”. In: Forensic Sci Int Genet Supplement Series 1, pp. 664–666.

Tvedebrink, T, S Lundbye-Christensen, RW Thomsen, C Dethlefsen, and HC Schønheyder (2008).
“Seasonal changes in climatic parameters and pneumococcal bacteraemia incidence in Denmark”.
In: Clin Microbiol Infect 14.12, pp. 1183–1186.
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